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Abstract: Directed evolution (DE) optimizes biomolecules through natural selection principles, revolutionizing the 
development of proteins, nucleic acids, and strains for various applications. However, conventional DE methods 
face limitations in screening throughput, which can prevent the identification of rare but optimal variants within 
a population. Droplet-based microfluidics enable the transfer of conventional screening methods into nanoli-
tre-scale droplets, enabling high-throughput screening while preserving genotype-phenotype connections. This 
technology allows rapid screening of millions of variants, opening new possibilities for microbial strain engineer-
ing and metabolite production optimization. We discuss the integration of microfluidics into DE workflows and 
reflect on its potential applications in agrochemical research, including enzyme evolution, crop trait improvement, 
and natural product biosynthesis.

Keywords: Agrochemical R&D · Directed evolution · High-throughput screening · Microfluidics

1. Introduction
Directed evolution (DE) is a powerful technique that aims to 

optimise user-defined traits of biomolecules such as enzymes, 
proteins, and nucleic acids by mimicking natural selection in the 
laboratory. By iteratively generating genetic diversity and se-
lecting for desirable traits, DE has enabled the identification of 
high-performance catalysts for industrial applications, and the en-
gineering of proteins with enhanced stability, substrate specificity, 
or activity, as well as novel biosensors. For instance, DE has been 
successfully used to enhance enzyme kinetics for biofuel produc-
tion, improve antibody affinity for therapeutic applications, and 
evolve nucleic acid aptamers for diagnostic use.[1–3]

Traditional DE methods use random mutagenesis and re-
combination to create diverse variant libraries, followed by 
high-throughput screening to identify improved variants (Fig. 1). 
While these methods can generate extremely diverse libraries in 
theory, practical screening limitations often restrict the accessible 
sequence space.[4] Conventional screening in microtiter plates, 
though advantageous for sample compartmentalization, is limited 
to about 10,000 samples a day, and to reach this number requires 
substantial investment in advanced fluid-handling systems. This 
creates a bottleneck when screening large libraries or searching 
for rare improvements, potentially extending the process to weeks 
or months.

Droplet-based microfluidic systems offer a transformative 
solution to directed evolution challenges by enabling ultra-
high-throughput screening of large variant libraries (>106).[5] 

These systems can generate and process millions of reaction 
compartments within hours, vastly improving the scale and ef-
ficiency of variant evaluation. They provide precise control over 
conditions, miniaturize assay volumes, and allow efficient sorting 
based on various readouts. Crucially, they maintain a strong geno-
type-phenotype link through droplet encapsulation. This technol-

ogy has already been applied to evolve more efficient enzymes, 
biosynthetic pathways, and RNA catalysts.[6,7]

2. The Microfluidic Workflow 
Droplets can be simply generated within microfluidic systems 

by combining two immiscible phases: a continuous phase (also 
termed carrier phase) and a dispersed (or discrete) phase. Droplet 
generation is normally determined by the device geometry, the 
flow rates of each phase, and the physical properties (e.g. viscos-
ity) of the involved fluids. The properties of the channel surface 
play a crucial role in droplet formation, with efficient and stable 
droplet generation occurring when the channel surface has a high 
affinity with the carrier phase.[5,8] This ensures that the carrier 
phase effectively wets the channel walls and thus prevents an un-
favourable interaction with the discrete phase. Interfacial effects 
between the continuous phase and the channel surface as well as 
the interfacial tension between the two immiscible phases play 
an important role in droplet emulsification due to the high sur-
face area-to-volume ratio at the microscale. Such droplets have 
volumes ranging from tens of femtolitres to tens of nanolitres 
and can be produced at rates of several kHz. Most importantly, 
both droplet size and droplet payloads can be precisely controlled 
through variation of the flow rates and composition of the input 
fluids. Water-in-oil emulsions are widely used in the field of drop-
let-based microfluidics, but several other emulsion configurations 
have been employed for specific applications, including oil-in-
water emulsions and higher-order emulsions.[9] The most common 
design for droplet generation is a flow-focusing geometry, where 
the continuous phase meets the dispersed phase symmetrically via 
two side channels, and the dispersed phase is pinched (focused) on 
both sides until droplet break-up occurs.[10,11] (Fig. 2ai). This sym-
metrical design allows for exquisite control over droplet size and 
frequency, with more sensitivity to the flow rate of each phase. 
Importantly, the use of droplet generators in series or with tailored 
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lable amount of the new reagent stream enters each droplet during 
the transit time. Winding geometries are used to efficiently mix re-
agents within droplets via chaotic advection, achieving ultra-fast 
mixing on μs-ms timescales, with smaller droplets and higher 
flow rates leading to faster mixing[19] (Fig. 2bii). Droplets can be 
either incubated on-chip using various delaying geometries,[24] or 
immobilized within static traps[25] (Fig. 2bii). 

It is especially important to note that droplets can be sorted 
according to their content (at kHz rates) based on a variety of 
readouts, allowing the selection of relevant droplet subsets from a 
much larger population (Fig. 2ci). Sorting based on fluorescence 
readouts is most widely employed due to its high sensitivity,[26-28] 
however a growing number of detection methods are being applied 
to droplet sorting, including absorbance[29] and mass spectrosco-
py.[30] Acoustophoresis and Fluorescence-Activated Cell Sorting 
(FACS) are advanced techniques employed in droplet microfluid-
ics for manipulating and sorting biological samples. Acoustopho-
resis utilizes acoustic waves to gently manipulate droplets, making 
it particularly suitable for handling sensitive biological samples. 
Acoustic droplet sorting has been shown to sort droplets and par-
ticles at kHz droplet rates[31,32] (Fig. 2cii). More specifically, sur-
face acoustic waves (SAW) generate acoustic streaming inside a 
channel changing the flow and thus deflecting droplets. Acoustic 
sorting is therefore independent of droplet content, properties or 
volume and uses low applied power to achieve sorting.[33,34] Using 
fluorescence-activated cell sorting (FACS) with double emulsions 
is a method that combines microfluidics and fluorescence-based 
sorting to enable high-throughput analysis and selection of encap-
sulated cells[35] (Fig. 2ciii). These microfluidic technologies can be 
integrated into a streamlined directed evolution workflow. Often 
for enzyme evolution, cells expressing a library of enzyme variants 
are encapsulated in droplets along with lysis reagents and fluoro-
genic substrates, incubated to allow the reaction to proceed, then 
sorted based on the intensity of fluorescence. The genetic mate-
rial from selected droplets is subsequently recovered, sequenced, 
and utilized as the foundation for the next round of mutagenesis. 
Microfluidics technologies confer remarkable flexibility to this 
pipeline, enabling culturing of single cells in droplet-contained 

geometries enable the generation of double (or higher) emulsions, 
which find many applications for biochemical analysis[12] and for 
the generation of functional microcapsules.[13] Furthermore, ad-
vances in microfluidic technologies have enabled the generation 
of monodisperse double emulsions with ultrathin shells and pre-
cise core sizes, (Fig. 2aii).[14] Hydrogel bead formation provides 
another robust strategy for encapsulating biomolecules or living 
cells within porous matrices. Hydrogels, such as agarose–alginate 
composites, offer tuneable mechanical properties that can be op-
timized for specific applications, including cell transportation or 
therapeutic delivery (Fig.2aiii). For example, hydrogels have been 
successfully used to encapsulate stem cells while maintaining their 
viability over extended periods. The degradation rate and swelling 
ratio of hydrogel beads can be fine-tuned by adjusting polymer 
concentrations and crosslinking agents, ensuring controlled re-
lease of encapsulated materials.[15,16] Additionally, hydrogel-en-
capsulated beads have demonstrated potential in proximity-driven 
encoded assays and biocompatible therapeutic systems.[17]

Following the generation step, droplets can be manipulated 
and processed in a robust manner, with a range of functional 
components allowing fusion, splitting, dilution, synchronization, 
sorting, payload mixing, incubation and storage.[18] To this end, 
a number of functional operations for droplet manipulation have 
been developed using bespoke channel architectures, and these 
different modules are often combined to fit a particular applica-
tion/need. The most common operations are presented in Fig. 2b, 
c and include reagent dosing, mixing, and sorting. 

Reagent dosing is most easily achieved through the precise 
control of the reagent flow rate ratios as laminar streams prior to 
droplet generation.[19] For some applications, however, the intro-
duction of reagents at a later stage is needed. This can be achieved 
via droplet fusion using a specific channel geometry to induce 
droplet pair coalescence,[20] or in an active manner using an elec-
tric field to disrupt the interface between droplets.[21,22] Pico-in-
jection also allows the controlled addition of picoliter volumes 
of reagents into droplets flowing at kHz rates[23] (Fig. 2bi). Here, 
the water-oil interface between the pico-injection channel and the 
passing droplet is disrupted using an electric field and a control-

Fig. 1. Illustration of an iterative protein engineering process through directed evolution. (a) The process begins with the introduction of random 
genetic alterations into the gene encoding the target enzyme, generating a diverse set of mutants. The variants are subsequently expressed and 
assessed for desirable properties. The best-performing mutants are selected, their genetic changes are examined, and beneficial mutations are 
combined to create an optimized enzyme variant. The improved version serves as the basis for the next round of modifications. The cycle continues 
until the enzyme reaches the intended level of enhancement. (b) Schematic representation of population improvement by a stepwise selection 
process. The best-performing mutants are identified based on a fluorescent phenotype and beneficial mutations are isolated to create an optimized 
enzyme variant. The population generated at the conclusion of the directed evolution and selection process exhibits characteristics absent in the 
initial population.
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applied in biocatalytic processes or serve as promising starting 
points for directed evolution campaigns. 

The potential of DE for enhancing insect-control traits and 
broadening the recognition spectrum of disease-control traits has 
been demonstrated using DE techniques that alter protein-protein 
or protein-DNA interactions.[44,45] However, these techniques are 
not readily adaptable for evolving enzymes, which is required for 
herbicide tolerance traits. Droplet microfluidics is amenable to 
evolving enzymes for herbicide tolerance traits through the DE of 
a target enzyme or sensitised microbial strain in the presence of 
an inhibitor herbicide active ingredient, or the engineering of an 
enzyme to metabolise a herbicide into non-phytotoxic products.

Trait proteins that are expressed in novel GM crops must un-
dergo extensive safety and allergenicity testing before they can be 
commercialized. This requires the challenging task of producing 
tens of grams, and sometimes over 100 grams, of purified trait 
protein. Similarly, large amounts of engineered enzymes must 
be routinely produced for industrial biocatalytic applications. 
DE campaigns can be designed with microfluidic technology to 
maximise yield and solubility of enzymes for industrial produc-
tion. For example, DE can be performed with encapsulated E. 
coli strains that contain fluorescent reporters that give a propor-
tionate indication yield and folding of heterologously expressed 
proteins.[46,47] 

Natural products are a rich source of active ingredients for 
crop protection which, for most, cannot be easily produced us-
ing traditional synthetic chemistry approaches. Harnessing these 
compounds for large-scale agricultural use has been hampered 

colonies, addition of reagents at precise timepoints, and compati-
bility with various microbial systems. By combining precise drop-
let manipulation, controlled reagent addition, and sensitive sort-
ing techniques, microfluidic platforms significantly accelerate the 
directed evolution process compared to conventional methods.[36]

3. Emerging Trends with Potential Impact for the 
Agrochemical Industry

Droplet microfluidics enables directed evolution for the dis-
covery and optimization of enzymes for trait development and 
biocatalysis, as well as strain engineering for natural product re-
search. The technology’s compatibility with various organisms, 
from lab strains to microbes that impact crops, makes it a versatile 
tool for advancing sustainable agricultural solutions and natural 
product development.

The production of agrochemicals using biocatalytic approach-
es, such as the use of enzyme or microbial fermentation for chem-
ical transformation, allows crop protection chemicals to be pro-
duced at lower reaction temperatures and pressures, with fewer 
toxic solvents, and with regio- and stereoselectivity.[37] Microflu-
idics has facilitated efficient DE of enzymes for specific industrial 
applications.[38–40]

Moreover, droplet microfluidics has enabled the screening of 
microbial populations and metagenomic libraries containing more 
than 1,000,000 sequences.[41-43] This approach allows the discov-
ery of rare enzymes, capable of catalysing reactions which were 
previously unattainable by biocatalysis, that can be immediately 

Fig. 2. Schematic representation of key operation units in droplet microfluidics for directed evolution screening. These modular devices can be 
integrated to create tailored microfluidic workflows for diverse DE experiments. (a) Droplet Generation. (i) Water-in-oil emulsions: Formation of 
aqueous droplets in a continuous oil phase, (ii) Double emulsions: Generation of water-in-oil-in-water droplets for increased stability, (iii) Hydrogel 
bead formation: Encapsulation of biomolecules in porous hydrogel matrices for enhanced functionality. (b) Sample Treatment. (i) Pico-injection: 
Precise addition of reagents into pre-formed droplets, allowing for multi-step reactions or timed reagent addition, (ii) Mixing channels and Incubation 
chambers allow optimal sample mixing after the droplet generation and subsequently a precise control of reaction conditions through integrated 
heating/cooling elements. Additionally, delay channels of varying lengths are used for precise incubation periods, enabling kinetic studies. (c) 
Sorting. (i) Dielectrophoresis: Fluorescence-Activated Droplet Sorting (FADS) that utilizes non-uniform electric fields to deflect droplets based on 
their dielectric properties and fluorescence signal, (ii) Acoustophoresis: FADS that employs acoustic waves to manipulate droplets, offering gentler 
sorting for sensitive biological samples, (iii) Fluorescence-Activated Cell Sorting (FACS): Sorting of double emulsions containing cells or cell-free 
expression systems, compatible with conventional flow cytometry equipment. 
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Agricultural biotechnology applications focus on a diverse ar-
ray of organisms, including plants, insects, microbial symbionts, 
and filamentous microbes, which present unique challenges for 
cultivation and analysis. Many economically important pathogens 
and natural product producers display filamentous growth, which 
can cause organisms to outgrow from droplets, leading to droplet 
coalescence.[50–53] Researchers have used varied methods to over-
come this challenge, including adding gel-forming compounds 
to create a solid droplet substrate or forming droplets with a sol-
id outer layer and a liquid,[53,54] or using larger nanolitre-scale 
droplets to increase the culture time before overgrowth occurs.[51] 

DE of plants in nanolitre droplets is conceptually feasible: proto-
plasts derived from plant cells can be encapsulated in droplets and 
sorted, and some directed evolution techniques can work directly 
in plant cells.[55-57] However, recovering and regenerating plants 
from protoplasts in droplets remains challenging. Alternatively, 
methods could be developed to perform DE on plant cell suspen-
sion cultures.

4. Discussion and Outlook
FADS is the main technological development that has enabled 

the high-throughput screening capability of droplet microfluid-
ics, by providing the capability to screen millions of droplets for 
DE workflows. However, FADS is constrained by its reliance on 
fluorescent reporters, which can be challenging to develop for all 
desired enzymatic activities or strain phenotypes and may lead 
to the selection of variants optimized for reporter function rather 
than the intended phenotype. The innovation of Mass Activated 
Droplet Sorting (MADS), the integration of the direct detection 
of products and substrates by mass spectrometery, offers a more 
versatile and broadly applicable screening method for enzyme en-
gineering and other applications in agrochemical development.[30] 

As this technology matures, it may broaden the application of 
droplet microfluidics within agrochemical research. Future ad-

by the challenge of producing them efficiently through microbial 
fermentation. Despite advances in metabolic engineering, achiev-
ing commercially viable titers of these complex molecules often 
remains elusive, necessitating innovative approaches to strain 
optimization and production enhancement. Droplet microfluidics 
emerges as a powerful tool for engineering microbial producers 
of natural products, enabling the rapid screening of vast genetic 
libraries to identify high-performing strains. By co-encapsulating 
individual producer cells with biosensor strains in picoliter-sized 
droplets, this technology creates miniature bioreactors for in situ 
detection of target molecules (Fig. 3). This technique has been 
used to increase the titer of industrially relevant chemicals pro-
duced by fermentation. For example, Bowman et al. screened li-
braries of three mutagenized microbe species to identify strains 
that produced increased amounts of natural products.[48] This in-
cludes the identification of a Yarrowia lipolytica isolate that pro-
duced 1.5 fold more of the polyketide triacetic acid lactone (TAL), 
which was screened using an E. coli biosensor that fluoresced in 
proportion to the amount of TAL present in the co-culture medi-
um.  

New-to-nature natural products can be discovered by using 
the method of co-encapsulating a library of mutagenized natu-
ral-product producing microbes with a biosensor strain. Schmitt 
et al. screened a library of antimicrobial lanthipeptides produced 
by Lactococcus lactis co-encapsulated with a fluorescent biosen-
sor strain to identify novel lanthipeptide variants with improved 
activity against pathogens.[49] This method opens new possibilities 
for natural product discovery. However, it is important to note that 
agrochemical leads derived from natural products could be small 
molecules synthesized by enzymes in biosynthetic gene clusters, 
and not gene-encoded peptides. Therefore, to apply this approach 
in agrochemical discovery, appropriate mutagenesis strategies 
need to be developed and tailored to target these specific biosyn-
thetic pathways.

Fig. 3. Example of the microfluidic workflow for the directed evolution of natural product-producing microbial strains. (i) Co-encapsulation of the 
natural product producer strain (red) and the biosensor strain (green) within monodisperse water-in-oil emulsion droplets using a microfluidic 
device. (ii) Incubation of droplets under controlled conditions allows for metabolite production by the producer strain and its detection by the sensor 
strain. Throughout incubation, droplet integrity is critical to prevent leakage or crosstalk between droplets, which could lead to false positives or 
reduced selection accuracy, (iii) Selection is achieved by detecting the reporter signal (e.g. fluorescence) emitted by the sensor strain in response 
to the presence of the target compound. Droplets are sorted using fluorescence-activated droplet sorting (FADS), (iv) Selected droplets are broken, 
and producer strains are recovered and cultured for validation and further rounds of screening. The droplet format provides physical separation, 
chemical containment, and high-throughput capabilities essential for directed evolution of microbial strains. 
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vancements in microfluidic device design, detection modalities, 
and droplet stabilization techniques will be crucial in overcoming 
current challenges and expanding the applicability of both FADS 
and emerging technologies like MADS. 

Strain engineering shows significant potential for advancing 
natural product discovery research. Most examples of strain engi-
neering in this context rely on biosensors to screen for strains that 
produce increased titres of natural products. Realizing the full po-
tential of strain engineering requires investment in biosensors that 
are sensitive, specific, and quick and easy to design and create. Titre 
engineering can lead to leakage of natural products from droplets 
when working with high-producing strains, potentially triggering 
false positive signals in neighbouring droplets. This risk could be 
mitigated by developing sensitive biosensors capable of identifying 
high producers early in an experiment. To facilitate the stepwise 
selection of high producers, it is crucial to design biosensors ca-
pable of detecting natural products across various concentration 
ranges. This approach allows for more precise and effective strain 
engineering in natural product discovery research. With appropriate 
biosensors, research can extend beyond titre increase. Screening for 
growth-enhancing natural product producers can be accomplished 
using syntrophic co-culture amplification, but this approach neces-
sitates careful biosensor system design.[58] Microbial biosensors 
must be able to grow in the same medium as the target organism; 
developing a portfolio of biosensors in diverse microbes will en-
hance their utility. Molecular biosensors, such as RNA aptamers, 
offer a promising alternative to the challenges posed by co-cultur-
ing producers and living biosensors in droplets.[59] For screening ex-
tracellular production phenotypes, aptamers enable the detection of 
secreted metabolites and proteins, providing multiple advantages.

Beyond directed evolution, the high throughput screening of 
nanolitre volumes enabled by droplet microfluidics are enticing 
for the discovery of active ingredients for the agrochemical in-
dustry. However, significant challenges remain in applying this 
technology to small molecule screening for agrochemical discov-
ery, including distinguishing individual compounds within drop-
lets and controlling inter-droplet leakage. DNA-encoded librar-
ies offer a potential solution for post-screen deconvolution, but 
overcoming the hurdle of segregating small molecules in droplets 
remains a formidable challenge.

5. Conclusions
Droplet microfluidics offers a game-changing paradigm 

for DE for agricultural biotechnology by improving screening 
throughput, enhancing precision, and reliably preserving geno-
type–phenotype linkage. Through strategies like biosensor-guided 
selection, co-encapsulation methods, and tailored microenviron-
ments, microfluidic systems have overcome traditional DE limita-
tions, enabling rapid identification and development of enhanced 
biological variants. As emerging detection modalities, such as 
MADS, expand the applicability of high-throughput screening 
beyond fluorescent assays, and as microfluidic platforms become 
increasingly accessible and modular, the integration of microflu-
idics into DE workflows are set to accelerate innovation across 
the agrochemical pipeline. 

Acknowledgements
Figs. 2 and 3 were partly created in Biorender:  

https://BioRender.com/3cbtdce and https://BioRender.com/6zi2d1x.

Author Contributions
All authors wrote the main manuscript. V. V. and Z. D. prepared the 

figures. V. V., Z. D., G. S., and S. S. conducted the literature search. All 
authors reviewed the manuscript.

Received: April 2, 2025

[1]	 J. L. Porter, P. L. S. Boon, T. P. Murray, T. Huber, C. A. Collyer, D. L. Ollis, 
ACS Chem. Biol. 2015, 10, 611, https://doi.org/10.1021/cb500809f.

[2]	 B. L. Hie, V. R. Shanker, D. Xu, T. U. J. Bruun, P. A. Weidenbacher, S. 
Tang, W. Wu, J. E. Pak, P. S. Kim, Nat. Biotechnol. 2024, 42,  275,  
https://doi.org/10.1038/s41587-023-01763-2.

[3]	 Q. Su-Tobon, J. Fan, M. Goldstein, K. Feeney, H. Ren, P. Autissier, 
P. Wang, Y. Huang, U. Mohanty, J. Niu, Nat. Commun. 2025, 16,  
https://doi.org/10.1038/s41467-025-55957-0.

[4]	 O. Kuchner, F. H. Arnold, Trends Biotechnol. 1997, 15, 523,  
https://doi.org/10.1016/S0167-7799(97)01138-4.

[5]	 Moragues, D. Arguijo, T. Beneyton, C. Modavi, K. Simutis, A. 
R. Abate, A. D. Griffiths, Nat. Rev. Methods Primers 2023, 3, 32,  
https://doi.org/10.1038/s43586-023-00212-3. 

[6]	 D. Umeno, A. V. Tobias, F. H. Arnold, Microbiol. Mol. Biol. Rev. 2005, 69, 
https://doi.org/10.1128/mmbr.69.1.51-78.2005

[7]	 P. A. Romero, F. H. Arnold, Nat. Rev. Mol. Cell Biol. 2009, 10, 866,  
https://doi.org/10.1038/nrm2805.

[8]	 Y. Ding, P. D. Howes, A. J. deMello, Anal. Chem. 2020, 92, 132,  
https://doi.org/10.1021/acs.analchem.9b05047.

[9]	 T. Y. Lee, T. M. Choi, T. S. Shim, R. A. M. Frijns, S. H. Kim, Lab Chip 2016, 
16, 3415, https://doi.org/10.1039/C6LC00809G. 

[10]	 S. L. Anna, N. Bontoux, H. A. Stone, Appl. Phys. Lett. 2003, 82, 364,  
https://doi.org/10.1063/1.1537519. 

[11]	 Y. Wu, Y. Ma, H. Z. Li, Chem. Eng. Sci. 2012, 84, 207,  
https://doi.org/10.1016/j.ces.2012.08.039.

[12]	 E. C. dos Santos, A. Belluati, D. Necula, D. Scherrer, C. E. Meyer, R. P. 
Wehr, E. Lörtscher, C. G. Palivan, W. Meier, Adv. Mater. 2020, 32, 2004804, 
https://doi.org/10.1002/adma.202004804.

[13]	 A. R. Abate, D. A. Weitz, Small 2009, 5, 2030,  
https://doi.org/10.1002/smll.200900569.

[14]	 A. S. Utada, E. Lorenceau, D. R. Link, P. D. Kaplan, H. A. Stone, D. A. 
Meitz, Science 2005, 308, 537, https://doi.org/10.1126/science.1109164.

[15]	 Z. Wei, S. Wang, J. Hirvonen, H. A. Santos, W. Li, Adv. Healthcare Mater. 
2022, 11, 2200846, https://doi.org/10.1002/adhm.202200846.

[16]	 T. Yang, A. Cingolani, T. Casalini, A. Aribia, A. Klaue, H. Wu, S. Stavrakis, 
A. de Mello, M. Morbidelli, Adv. Mater. Technol. 2019, 4, 1900092,  
https://doi.org/10.1002/admt.201900092.

[17]	 V. Cavett, A. I. Chan, C. N. Cunningham, B. M. Paegel, ACS Cent. Sci. 2023, 
9, 1603, https://doi.org/10.1021/acscentsci.3c00316.

[18]	 D. Hess, T. Yang, S. Stavrakis, Anal. Bioanal. Chem. 2020, 412, 3265, 
https://doi.org/10.1007/s00216-019-02294-z.

[19]	 H. Song, R. F. Ismagilov, J. Am. Chem. Soc. 2003, 125, 14613,  
https://doi.org/10.1021/ja0354566.

[20]	 X. Niu, S. Gulati, J. B. Edel, A. J. deMello, Lab Chip 2008, 8, 1837,  
https://doi.org/10.1039/B813325E.

[21]	 X. Niu, F. Gielen, A. J. deMello, J. B. Edel, Anal. Chem. 2009, 81, 7321, 
https://doi.org/10.1021/ac901188n.

[22]	 L. Frenz, A. El Harrak, M. Pauly, S. Bégin-Colin, A. D. 
Griffiths, J. C. Baret, Angew. Chem. Int. Ed. 2008, 47, 6817,  
https://doi.org/10.1002/anie.200801360.

[23]	 A. R. Abate, T. Hung, P. Mary, J. J. Agresti, D. A. Weitz, Proc. Natl. Acad. 
Sci. U. S. A. 2010, 107, 19163, https://doi.org/10.1073/pnas.1006888107.

[24]	 L. Frenz, K. Blank, E. Brouzes, A. D. Griffiths, Lab Chip 2009, 9, 1344, 
https://doi.org/10.1039/B816049J.

[25]	 C. H. J. Schmitz, A. C. Rowat, S. Köster, D. A. Weitz, Lab Chip 2009, 9, 44, 
https://doi.org/10.1039/B809670H.

[26]	 J. C. Baret, O. J. Miller, V. Taly, M. Ryckelynck, A. El-Harrak, L. Frenz, C. 
Rick, M. L. Samuels, J. B. Hutchison, J. J. Agresti, D. R. Link, D. A. Weitz, 
A. D. Griffiths, Lab Chip 2009, 9, 1850, https://doi.org/10.1039/B902504A.

[27]	 J. M. Laurent, A. Jain, A. Kan, M. Steinacher, N. Enrriquez Casimiro, 
S. Stavrakis, A. R. Studart, Proc. Natl. Acad. Sci. U. S. A. 2024, 121, 
e2403585121, https://doi.org/10.1073/pnas.2403585121.

[28]	 J. Rutkauskaite, S. Berger, S. Stavrakis, O. Dressler, J. Heyman, X. 
Casadevall i Solvas, A. deMello, L. Mazutis, iScience, 2022, 25, 104515, 
https://doi.org/10.1016/j.isci.2022.104515.

[29]	 A. Jain, M. Teshima, T. Buryska, D. Romeis, M. Haslbeck, M. Döring, 
V. Sieber, S. Stavrakis, A. de Mello, Angew. Chem. Int. Ed. 2024, 63, 
e202409610,  https://doi.org/10.1002/anie.202409610.

[30]	 D. A. Holland-Moritz, M. K. Wismer, B. F. Mann, I. Farasat, P. 
Devine, E. D. Guetschow, I. Mangion, C. J. Welch, J. C. Moore, 
S. Sun, R. T. Kennedy, Angew. Chem. Int. Ed. 2020, 59, 4470,  
https://doi.org/10.1002/anie.201913203.

[31]	 H. D. Xi, H. Zheng, W. Guo, A. M. Gañán-Calvo, Y. Ai, C. W. Tsao, J. 
Zhou, W. Li, Y. Huang, N. T. Nguyen, S. H. Tan, Lab Chip 2017, 17, 751,  
https://doi.org/10.1039/C6LC01435F.

[32]	 D. J. Collins, A. Neild, Y. Ai, Lab Chip 2016, 16, 471,  
https://doi.org/10.1039/C5LC01335F.

[33]	 L. Schmid, D. A. Weitz, T. Franke, Lab Chip 2014, 14, 3710,  
https://doi.org/10.1039/C4LC00588K.

[34]	 T. Franke, S. Braunmüller, L. Schmid, A. Wixforth, D. A. Weitz, Lab Chip 
2010, 10, 789, https://doi.org/10.1039/B915522H.



Enabling R&D with Flow Chemistry and Microfluidics� CHIMIA 2025, 79, No. 6  389

[35]	 K. K. Brower, C. Carswell-Crumpton, S. Klemm, B. Cruz, G. Kim, 
S. G. K. Calhoun, L. Nichols, P. M. Fordyce, Lab Chip 2020, 20, 2062,  
https://doi.org/10.1039/D0LC00261E.

[36]	 A. Zinchenko, S. R. A. Devenish, B. Kintses, P.-Y. Colin, M. Fischlechner, F. 
Hollfelder, Anal. Chem. 2014, 86, 2526, https://doi.org/10.1021/ac403585p.

[37]	 P. Lozano, E. García-Verdugo, Green Chem. 2023, 25, 7041,  
https://doi.org/10.1039/D3GC01878D.

[38]	 M. Fischlechner, Y. Schaerli, M. F. Mohamed, S. Patil, C. Abell, F. Hollfelder, 
Nat. Chem. 2014, 6, 791, https://doi.org/10.1038/nchem.1996.

[39]	 R. Obexer, A. Godina, X. Garrabou, P. R. E. Mittl, D. Baker, A. D. Griffiths, 
D. Hilvert, Nat. Chem. 2017, 9, 50, https://doi.org/10.1038/nchem.2596.

[40]	 A. Debon, M. Pott, R. Obexer, A. P. Green, L. Friedrich, A. D. Griffiths, D. 
Hilvert, Nat. Catal. 2019, 2, 740, https://doi.org/10.1038/s41929-019-0340-5.

[41]	 M. Najah, R. Calbrix, I. P. Mahendra-Wijaya, T. Beneyton, 
A. D. Griffiths, A. Drevelle, Chem. Biol. 2014, 21, 1722,  
https://doi.org/10.1016/j.chembiol.2014.10.020.

[42]	 S. Neun, P. Brear, E. Campbell, T. Tryfona, K. El Omari, A. Wagner, P. 
Dupree, M. Hyvönen, F. Hollfelder, Nat. Chem. Biol. 2022, 18, 1096,  
https://doi.org/10.1038/s41589-022-01071-x. 

[43]	 P.-Y. Colin, B. Kintses, F. Gielen, C. M. Miton, G. Fischer, M. F. Mohamed, 
M. Hyvönen, D. P. Morgavi, D. B. Janssen, F. Hollfelder, Nat. Commun. 
2015, 6, 10008, https://doi.org/10.1038/ncomms10008.

[44]	 E. Y. Rim, O. D. Garrett, A. J. Howard, Y. Shim, Y. Li, J. E. V. Dyke, R. C. 
Packer, N. Ho, R. Jain, V. Stewart, S. P. Dinesh-Kumar, J. H. Notwell, P. C. 
Ronald, bioRxiv, 2025, preprint, https://doi.org/10.1101/2024.09.30.614878.

[45]	 A. H. Badran, V. M. Guzov, Q. Huai, M. M. Kemp, P. Vishwanath, W. Kain, 
A. M. Nance, A. Evdokimov, F. Moshiri, K. H. Turner, P. Wang, T. Malvar, 
D. R. Liu, Nature 2016, 533, 58, https://doi.org/10.1038/nature17938.

[46]	 C. A. Kim, M. L. Phillips, W. Kim, M. Gingery, H. H. Tran, M. 
A. Robinson, S. Faham, J. U. Bowie, EMBO J. 2001, 20, 4173,  
https://doi.org/10.1093/emboj/20.15.4173.

[47]	 S. Lesley, J. Graziano, C. Cho, M. Knuth, H. Klock, Protein Eng. 2002, 15, 
153, https://doi.org/10.1093/protein/15.2.153.

[48]	  E. K. Bowman, J. M. Wagner, S.-F. Yuan, M. Deaner, C. M. Palmer, S. 
D’Oelsnitz, L. Cordova, X. Li, F. F. Craig, H. S. Alper, Proc. Natl. Acad. Sci. 
U. S. A. 2021, 118, e2106818118, https://doi.org/10.1073/pnas.2106818118.

[49]	 S. Schmitt, M. Montalbán-López, D. Peterhoff, J. Deng, R. Wagner, 
M. Held, A. Kuipers, S. Panke, Nat. Chem. Biol. 2019, 15, 437,  
https://doi.org/10.1038/s41589-019-0250-5.

[50]	 R. J. van Tatenhove-Pel, J. A. Hernandez-Valdes, B. Teusink, O. P. Kuipers, 
M. Fischlechner, H. Bachmann, Curr. Opin. Biotechnol. 2020, 61, 72, 
https://doi.org/10.1016/j.copbio.2019.10.007.

[51]	 R. He, R. Ding, J. A. Heyman, D. Zhang, R. Tu, J. Ind. Microbiol. Biotechnol. 
2019, 46, 1603, https://doi.org/10.1007/s10295-019-02221-2.

[52]	 T. Beneyton, I. P. M. Wijaya, P. Postros, M. Najah, P. Leblond, A. 
Couvent, E. Mayot, A. D. Griffiths, A. Drevelle, Sci. Rep. 2016, 6, 27223,  
https://doi.org/10.1038/srep27223.

[53]	 K. Samlali, C. L. Alves, M. Jezernik, S. C. C. Shih, Microsyst. Nanoeng. 
2022, 8, 123, https://doi.org/10.1038/s41378-022-00456-1.

[54]	 C. Zhang, X. Wu, F. Song, S. Liu, S. Yu, J. Zhou, ACS Sens. 2023, 8, 3468, 
https://doi.org/10.1021/acssensors.3c01018.

[55]	 M. S. Grasso, P. M. Lintilhac, Appl. Plant Sci. 2016, 4, apps.1500140, 
https://doi.org/10.3732/apps.1500140.

[56]	 Z. Yu, C. R. Boehm, J. M. Hibberd, C. Abell, J. Haseloff, PLOS ONE, 2018, 
13, e0196810, https://doi.org/10.1371/journal.pone.0196810.

[57]	 H. Butt, J. L. M. Ramirez, M. Mahfouz, Life Sci. Alliance, 2022, 5, 
e202201538, https://doi.org/10.26508/lsa.202201538.

[58]	 T. E. Saleski, A. R. Kerner, M. T. Chung, C. M. Jackman, A. 
Khasbaatar, K. Kurabayashi, X. N. Lin, Metab. Eng. 2019, 54, 232,  
https://doi.org/10.1016/j.ymben.2019.04.007.

[59]	 Abatemarco, M. F. Sarhan, J. M. Wagner, J. L. Lin, L. Liu, W. Hassouneh, 
S. F. Yuan, H. S. Alper, A. D. Ellington, Nat. Commun. 2017, 8, 332.  
https://doi.org/10.1038/s41467-017-00425-7.

License and Terms
This is an Open Access article under the 
terms of the Creative Commons Attribution 
License CC BY 4.0. The material may not 
be used for commercial purposes.

The license is subject to the CHIMIA terms and conditions:  
(https://chimia.ch/chimia/about).

The definitive version of this article is the electronic one that can be 
found at https://doi.org/10.2533/chimia.2025.384


